Background and objectives: In the occurrence and development of primary knee osteoarthritis, the potential role of genetic factor has become an attraction for researches. Matrilin-3 (MATN-3), the newest identified gene in the pathomechanism of primary knee osteoarthritis, is a non-collagenous oligomeric extracellular matrix protein (ECM) and the smallest member of the matrilin family. This present study highlights the possible association of MATN-3 rs8176070 (SNP6) polymorphism with primary knee OA in the Indian population. Material and Methods: In total, 50 patients with primary knee OA, aged between 40-75 years, enrolled in the case-control study conducted in North India. The other 50 demographically matched healthy individuals were considered as control groups. Determination of genotypes of MATN-3 SNP6 in cases as well as in controls was performed using polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP). Demographic details, medical history and other relevant information were obtained. The diagnosis Fortune J Rheumatol 2020; 2 (1): 001-012 
Introduction
Based on etiology, primary (idiopathic or nontraumatic) and secondary (usually due to trauma or mechanical misalignment) are two main types of osteoarthritis. Primary knee osteoarthritis (OA) is the second most common rheumatologic problem and one of the leading causes of disability. This degenerative and progressive joint disease affects nearly 250 million people worldwide [1] and 22% to 39% in India [2] .
Clinically, joint pain, limitation of movement, tenderness, crepitus, occasional effusion, and variable degrees of local inflammation without systemic effects are the salient symptoms associated with primary knee OA [3, 4] . The severity of the disease can also be graded as per the radiographical findings by the Kellgren-Lawrence (KL) system, which was proposed by Kellgren et al. in 1957 [5] and later on accepted by WHO in 1961.
Primary knee OA was historically viewed as exclusively a degenerative disorder of the cartilage despite, recent evidence has shown that it is a multifactorial entity, involving multiple causative factors like trauma, mechanical forces, inflammation, biochemical reactions, and metabolic derangements [6] . Genetic factors come to light as affecting the risk of primary knee OA development [7] . Keeping this in mind, several genomewide association studies (GWAS) have attempted to identify OA susceptibility genes and showed singlenucleotide polymorphisms (SNPs) in multiple genes associated with an increased risk of primary knee OA, including collagen genes (COL1A1, COL2A1, COL9A1, and COL11A2) as well as genes encoding interleukin-1 receptor (IL1R), transforming growth factor-β1 (TGFβ1), cartilage matrix protein1 (CMP1), tissue inhibitor of metalloproteinase 3 (TIMP3), insulinlike growth factor-1 (IGF1), bone morphogenetic protein (BMP), vitamin D receptor (VDR), aggrecan-1 (AGC1), secreted frizzled-related protein 3 (FRZB), growth differentiation factor 5 (GDF5), and cyclooxygenase-2 (COX-2) [8] [9] [10] growth factor (EGF) like domains, and a C-terminal coiled-coil domain [11] . Matrilin-3 (MATN-3) is the least complex member of the matrilin family, consisting of only one vWFA domain, four EGF-like domains, and a C-terminal coiled-coil domain and interacts with collagen fibrils, multiple proteoglycans, and other glycoproteins; thus, it plays a dominant role in the formation of a filamentous matrix network. It is encoded by the MATN-3 gene, which is present on the short arm of the chromosome 2 region 2p24-p23 [12] .
The regulation of MATN-3 expression is essential for the maintenance of the cartilage extracellular matrix (ECM) microenvironment [13] .
In the pathogenesis of many disorders, including 
Materials and Methods

Study participants
The study was conducted in the Department of By putting these values in the equation, the sample size found to be n=50 for each group.
Inclusion criteria and exclusion criteria
Both cases and controls participants, with age group of 40-75 years, regardless of any gender bias were included in the study. Patients were completely excluded from the study if they had one or more of the 
Data collection
Detailed histories of demographic and other information including age, gender, occupation, medical history were obtained by using questionnaires. Only in cases, some blood investigations (CRP, RA factor) and X-ray of the bilateral knee in anteroposterior and lateral view on standing were also performed followed by graded according to the KL grading system [5] . gene are shown in Figure 1 . 
Kellgren and Lawrence (KL) grading system
Statistical analysis
Statistical analyses were performed with Statistical 
Results
Out of the 100 subjects enrolled in the study, a total of 50 2=16.04, p=0.001*** ¥ p<0.001 was considered highly significant*** Table 4 : Association of allele frequency with KL Grade in cases (n=100). 
Author, year Findings
Discussion
Rising prevalence of primary knee OA in India, occurrence [22] . Historical evidence in favour of the role of MATN-3 in OA was summarized in Table V and, in a simple and straightway, they proved that MATN-3 is a cornerstone in the skeletal development and its mutation predisposes individuals to develop OA [23] [24] [25] [26] [27] [28] [29] [30] [31] [32] .
It is already well known that any disorder occurs due to genetic aetiology may lead to ethnic or racial differences in health. To date, two reported studies observed an association between MATN-3 gene polymorphism and OA in different ethnicity group [13, 33] . The most interesting part is to compare demographic features and obtained findings of these studies that may clinch the clue regarding the 
